
UCSC Genome Browser
Genomic Text Mining 

PLS slides



Center for Biomolecular Science 
& Engineering

• Director David Haussler, HHMI investigator
• Around 200 research articles on 
Computational Biology

• Staff: 60
• Hosts the Human Genome Browser



UCSC Genome Browser
• http://genome.ucsc.

edu
• Major biomedical 

website
• Main website to 

browse
• the human genome 

sequence, genes, 
mutations

• Used by >100,000 
• researchers
• Cited around 

27,000 
• times



Up to 1 M page hits per day

First draft of human genome presented by White 
House



Text Mining Project Aim:
Getting literature closer to the genome

What is known about this 
genomic region ?

What does the genome tell 
me   

  about this gene? 



• Geocoding the web: Resolving addresses to map 
locations



Maps as a search tool

 The closest coffee is easier to find on a map
 Maps have become a common search tools
 No maps for the scientific literature



• “Genocoding” the literature



Direct links to articles from the 
genome with sequences or 

identifiers

Features 
are 
clickable



Click on Sequence in article text

Direct link to article

Sequence + Snippet from fulltext



Click on Sequence in article text

Direct link to article

Sequence + Snippet from fulltext



Click on gene in article text

Direct link to article

All relevant keywords for this genomic
region (here: gene symbol)
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